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1 

-OC00Q00002189SS3S* 
Date Matted: 01/16/2007 

NOTIFICATION TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS 
CONTAINING NUCLEOTIDE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

Applicant is given TWO MONTHS FROM THE DATE OF THIS NOTICE within which to file the items indicated 
below to avoid abandonment. Extensions of time may be obtained under trie provisions of 37 CFR 1136(a). 

* A copy of the "Sequence Listing" in computer readable form has been submitted. However, the content of 
the computer readable form does not comply with the requirements of 37 CFR 1 .822 and/or 1 .823, as 
indicated on the attached copy of the marked -up "Raw Sequence Listing." Applicant must provide a 
substitute computer readable form (CRF) copy of the "Sequence Listing" and a statement that the content 
of the sequence listing information recorded in computer readable form is identical to the written {on paper 
or compact disc) sequence feting and, where applicable, includes no new matter, a? required by 37 CFR 
1.621(e), 1.821(f), 1.821(g), 1.825(b), or 1.825(d), 

Applicant is cautioned that correction of the above items may cause the specification and drawings page count to 
exceed 100 pages. If the specification and drawings exceed 100 pages, applicant will need to submit the required 
application size fee. . ' 

For questions regarding compliance to 37 CFR 1.821 -1,82$ requirements, please contact: 

• For Rules Interpretation, call (571) 272-0951 

* For Patentln Software Program Help, call Patent EBC at 1-868-217-9197 or directly at 703-305-3028 1 
703-308-6845 between the hours of 8 a.m. and 12 midnight, Monday through Friday, EST. 

♦ Send e-mail correspondence for Patentln Software Program Help @ ebc@uspto.gov 

Applicant is reminded that any communications to the United States Patent and Trademark Office must be mailed 
to the address given in the heading and include the U.S. application no. shown above (37 CFR 1.5) 

Registered users of EFS-Web may alternatives* submit their reply to this notice via EFS-Web. 
https://sportal.uspfo.qov/authenticat^^ 

For more information about EFS-Web please call the USPTO Electronic Business Center at 1-866-217-9197 or 
visit our website at Me^wjJspio.gMebo, 



if you are not using EFS-Web to submit your reply, you must include a copy of this notics. 

BARBARA A CAMPBELL 

Telephone: (703) 3©^!40 EXT21? 
PART 1 - ATTORNEY/APPLICANT COPY 

■■ n-- | Tir'.-::. ■ ,| ,; ;. ~: ■ j . , ,i . ■■ 
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FORM PCVDOieomt (371 PormsSties Notice) 



STiCPotechBotogySystems Branch 



RAW SEQUENCE LI$TIN<? 
ERROR REPORT 



the Biotechnology Systems Branch of the Scientific and Technic! Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: /o/S ^Q pM^: 

Source: f ifi^ - 

Date Processed by STIC: , /?~/^p/oS' 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER; 

t) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 

APPLICANT, WITH A NOTICE TO COMPLY «r, 
2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

NOTICE TO COMPLY 
FOE CRF SUBMISSION AND PATENTS* SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 57I-272-25IO; FAX*. 571-273-0221 



TO REDUCE ERRORED SEQUENCE LfSTINOS, PLEASE USE THE CHECKER 
VERSION 4.2.2 PROGRAM ACCESSIBLE THROUGH THE U S PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
httpt/Avww.«spto.gov/web/offim/pac/checkcr/chkrnote.htin 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware (iKtf t&ere ts 
a possibility that the disk/CD-ftom n»»y festve been affectti by treatment given to ail incoming ms*i. 
Please consider using alternate methods of submission for th? rfisfc/CD-Rom or repiacement diWCO-Rotn, 
Aav.tashf iftcntdina a stance lis-in p in etsctronic form shwtd XOT.be sent to. ths 2023 1 z*b code a 
United State? Patent and Tntderoark Oflkg. and instep sjj ^. tesem. vja , tee foHowine io thejg&catwi addresses: 

»■ EFS*Bn>{<frftP,y^ EPS Submission 

User Manual - ePAVE) 

2, US Festal Service; Conunissioner for Patents, P.O. BOX J450, Alexandria, VA 223 13-1450 

3, mm Carry, Federal Eipress, United Parcel Service, or other delivery service (EFFECTIVE (H/14/H5): 
U.S. Patent and Trademark Office, toil Stop Sequence, Customer Window. Randolph Building, 40! Dulany Street; 
Alexandria, VA 223? 4 



Revfeed OJ/24/05 



Raw Sequence Listing Error Satamar? 



m^mmwm. wmmwwmswm serial numbek; _ 

Arm. mw wlws casesi please disregard English "alpha- headers, smicn were inserts bv rro software 

t i ; W rapM Nucleics The number/text at the end of each line "wrapped" down to the nest line. This may occur jf yew jjte 
Wrapped Aminos was teuitvcd in a word processor after creating it. Picas* *ojust your right margin m .3: this wiil 
prevent ''wrapping." 

2 Invalid tine Length The rules require that a line not eiceed 72 characters in length This includes white spaces. 

3_^„Misali^edAjdmo TTienttmbcrir^«ndeT^h5*arttinoa Do not use tab codes between numbers: 

* ' use space character*, instead. 



Variable Length 



_?at6tt0ri 2.0 
"bug" 



The submitted fik was not saved in ASC0(DOS) test, as required by the Sequence Rite. Hesse 
ensure your subsequent *ubrnl» ilea is saved In ASCT1 text . 

Sequ«tce(s)jL»a^ n's or Xaa's representing more than one residue, Per Sequence Rules, 
each norXaa can only represent a stogie residue Please present the maximum number of each 
residue having variable length and indicate in the <220>-<2Z3> section that some may be iressafig. 

A "bug" ia Patentln version 2.0 has caused the <220>.<t23> section to be missing from amino acid 

sequences^} . Normally, Patentln would automatically generate this section from Ah* 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequer *"*' 1 * " 
Artificial or Unknown seouene 

Sequences) missing. If intetitiostKt, please insert (he toltmvtroj lines tor each skipped xespeme: 

(2) INFORMATION FOR SEQ ID NO:X: {insert SEQ ID KO where -'X" is shown) 

(i) SEQUENCE CHARACTERISTICS; (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCMPTIONSEQ H> NO:X: (insert SEQ ID NO where "X" is shown) 

This sequence is uvteutionaily skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped stqaaaces. 



^WRUUJSr 



<210> sequence id number 
<40O> sequence id number 



__Use ofu's or Xaa's Use of n's and/or Xaa's have been detected in the Sequence Listing. 
(NEW RULES) Per 1.823 of Sequence Rules, use of<220>-<223> is MANDATORY ifo'sor Xaa's are present. 

fit <220> to <223> section, please explain location of n or Xaa. and which residue n or X»a represents, • 

fevalid<213> Per 1.823 of Sequence Rules, the onlyraltd <2 J 3> responses are- Unknown, Artificial Sequence, or 

scientific name (Genus/species), <220-<223> section is required when <2!3> response is iMmm or 
is Artificial S< 



__M«sUrt2.0 



Sequeracfr) , missing the <22t» "Feature*' and associated numeric idemilto and response* 

Use of <220> to <223> is MANDATORY if <Zl 3> "Organism" response is ♦Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <2ZO to <223> section, 
(See "Federal Register," 06/01/1 998, Vol. 63, No." 104, pp. 2963 1-32) (Sec. 1 .823 of Sequence fetes) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted fite, 
resulting in missing mandatory numeric identifiers and responses {as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy JSte to floppy du*. 

V can only represent a single nucleotide: "Xaa" can only represent a single ar rurmacid 

AMC - Biotechnology Systems Branch -O9/09/2O03 
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t ZX&Tim RATtl: 12/20/200$ 

PATENT APPfclCATIOS: B8/10/5C9. 369 TIMS; 11:19:31 

Input Set ; A t \8equ«nce . ST2S . text 

Output Set: *r«\C*r4U2203«O5ViJS6O26*.rew 

3 <110» APPItlCASTj Segura, Dorotee Haventos 

4 Kygiiwl, Per Holse 

5 Hogenh&ug, H«ns-H«nrik iCristeneea 

8 «120> TITLE OP irnmrim-. Antimicrobial Peptides 
10 <e130» Fjtt.8 8BPSREHCE: 10496 . 204 -TJS 



C--> 12 <141> COBJRKSfX PILING »ATB: 2005-12-09 O/fctyT^ 8 %, , , 

12 <16©» NUMBER OF SEQ ID SOS* 52 ^^Ohl 
U <170> SOPT8ASS: PatentXa version 3.3 ^60$. 



gRRORED SSQOSNCItS 

1023 <210> SBQ 10 NO: 52 

1024 «2X1> S.BS0TH: 19 
202S <212> TYPBj PNA 

102$ <213> QRSASXSM: Artificial 
1026 <Z20> FEhTWBt 

102& <223^ OTHER INFORMATION: Prim*r 4 sequence 

10 3 J <400> SEOUHMCB: 52 
1032 &c«0tagtty ogcccatcg 
B--> 103S/lf 



.0 



flie://C:\CRF4\OuUiol*V$tJ5«l269.hm 



12OW005 



<zai> MISC FEATURE y) * l/t4<^'^f^ 

<2Z2> im'.aBy^- — — «r 7 /XJ l^JL ^h^^jUU 

<223> Xaa » S^ ^-argi^ wherein Z « /\#? MMtfm**-*™**! t 

/ phenylalan i ne f ; leucine, arsinine, ^alanine, ^lycina'i, ^ valine, * 

t yrosin*? , t cysteine ox prol i«e /$JL% /CP&t*"* -S" 

> 1 <~ 



<220> ^ 



01 y Xaa Xaa Xaa Xa& Xa* Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 




<210> 1 

<21l* 18 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic antiwicrobial polypeptide 



<2Z\> MISC_FEATORE 
<222> (2} . . m 

<223> Xaa »■ leucine* isoleueine, ^tryptophane) or methionine 



<220> 

<22i> MISC fERTORE 

<222> m .7(3) 

<223> Xaa « leucine, phenylalanine/ tryptophan^ 



^ yptopha ^o 



PATENT APPLICATION: BS/I0/5SO,5K3 



DATS: 

TIMBi 11: 19 i 32 



Input Set ; »t\S«qa*Rce, 

Output Sets »j\CR»«\12202OO5\JS«O269.r«w 



Lj 12 K;2?0 C; Current Application Number differs, Replaced Current Application No 
hiXZ M:2?l Cs Currant Piling' Bate differs, Replaced Current Filing oate 
I,a24 Ms 341 Ms (463 •»« or "Xaa" used, for SBQ IDfta after poe.sO 
i.;l28 M-.341 Ms {4$) "n* or «Xaa« used, for SBQ XD#;1 after pos. a« 
LtlOSS Ms 254 B: No. of Bases conflict, this line has no nucleotides. 



ftk^/C;\CRF4\OuUx>ki\Vsrl560269J«m 
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